The title compound, [Cd 2 (C 8 H 8 O 4 ) 2 ] n , crystallizes in the centrosymmetric monoclinic P2 1 /n space group. Via cis-cyclohex-4-ene-1,2-dicarboxylate ligands in two different binding modes, square pyramidally and pentagonal bipyramidally coordinated Cd atoms are connected into coordination polymer layer motifs oriented parallel to the ab plane. These layered motifs are aggregated into the three-dimensional supramolecular crystal structure of the title compound by means of crystal packing forces.
data reports geometry. Bond lengths and angles within the coordination environments are listed in Table 1 .
The Cd atoms and chedc ligands construct [Cd 2 (chedc-A)(chedc-B)] n ribbon motifs (Fig. 2) that are oriented parallel to the b-axis direction. Within the cores of the ribbon motifs are embedded [Cd (-O) ] n chains with a Cd2Á Á ÁCd2 internuclear distance of 3.606 (2) Å . The bridging oxygen atoms are the O3 atoms within the chedc-A ligands. The Cd1 atoms at the periphery of the ribbon motifs are anchored to the Cd1 atoms at the cores of the ribbon motifs by both chedc-A and chedc-B ligands.
The ribbon motifs are connected into [Cd 2 (chedc-A)(chedc-B)] n coordination polymer layers ( Fig. 3 ) that are arranged parallel to the ab plane. The inter-ribbon connection is provided by O6 atoms belonging to the chedc-B ligands. Adjacent [Cd 2 (chedc-A)(chedc-B)] n coordination polymer layer motifs stack in an ABAB pattern along the c-axis direction, related by crystallographic glide planes (Fig. 4) . Crystal packing forces provide the impetus for the layer aggregation.
Synthesis and crystallization
Cd(NO 3 ) 2 . 4H 2 O (115 mg, 0.37 mmol), cis-cyclohex-4-ene-1,2dicarboxylic acid (63 mg, 0.37 mol), propane-1,3-diylbis-(piperidine-4,1-diyl)bis(pyridin-4-ylmethanone (153 mg, 0.37 mol) and 0.75 ml of a 1.0 M NaOH solution were placed into 10 ml of distilled H 2 O in a Teflon-lined acid digestion bomb. The bomb was sealed and heated in an oven at 393 K for 48 h, and then cooled slowly to 278 K. Colorless blockshaped crystals of the title compound were isolated after washing with distilled water and acetone, and drying in air. 
Figure 2
[Cd 2 (chedc-A)(chedc-B)] n ribbon motif parallel to b-axis direction in the crystal structure of the title compound. Color code: Cd1, violet; Cd2, blue; chedc-A ligands, green, chedc-B ligands, purple.
Figure 3
[Cd 2 (chedc-A)(chedc-B)] n coordination polymer layer motif in the title compound, oriented parallel to the ab plane. Color code: Cd1, violet; Cd2, blue.
Figure 1
The coordination environments within the title compound, showing the square-pyramidal coordination at atom Cd1 and the pentagonalbipyramidal coordination at atom Cd2. Displacement ellipsoids are drawn at the 50% probability level. All non-H atoms are labeled. Color code: Cd1, violet; Cd2, blue; O, red; C, black; H, pink. The symmetry codes are as listed in Table 1 .
Figure 4
ABAB stacking pattern of the [Cd 2 (chedc-A)(chedc-B)] n coordination polymer layer motifs to construct the three-dimensional crystal structure of the title compound. 
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Computer programs: COSMO, APEX2 and SAINT (Bruker, 2015) , SHELXS (Sheldrick, 2008) , SHELXL (Sheldrick, 2015) and OLEX2 (Dolomanov et al., 2009 Special details Experimental. Data was collected using a BRUKER CCD (charge coupled device) based diffractometer equipped with an Oxford low-temperature apparatus operating at 173 K. A suitable crystal was chosen and mounted on a nylon loop using Paratone oil. Data were measured using omega and phi scans of 0.5° per frame for 30 s. The total number of images were based on results from the program COSMO where redundancy was expected to be 4 and completeness to 0.83Å to 100%. Cell parameters were retrieved using APEX II software and refined using SAINT on all observed reflections.Data reduction was performed using the SAINT software which corrects for Lp. Scaling and absorption corrections were applied using SADABS6 multi-scan technique, supplied by George Sheldrick. The structures are solved by the direct method using the SHELXS-97 program and refined by least squares method on F2, SHELXL-97, incorporated in OLEX2. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Hydrogen atoms bound to C were placed in calculated positions with a riding model with U iso = 1.2U eq .
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cd1 0.39348 (4) 0.94716 (6) (6) C14-H14B 0.9900 C1-C2 1.512 (7) C14-C15 1.538 (8) C2-H2 1.0000 C15-H15 1.0000 C2-C3 1.535 (7) C15-C16 1.524 (7) C2-C7 1.545 (7) O1-Cd1-O2 55.39 (12 (13) C5-C6-H6A 109.5 O2-Cd2-O2 iii 155.57 (11) C5-C6-H6B 109.5 O2-Cd2-O3 iv 73.13 (13) C5-C6-C7 110.6 (5) O2-Cd2-O4 iv 128.00 (13) H6A-C6-H6B 108.1 O3 iv -Cd2-O2 iii 131.30 (12) C7-C6-H6A 109.5 O3-Cd2-O2 iii 70.49 (12) C7-C6-H6B 109.5 O3-Cd2-O2 85.52 (13) C2-C7-H7 105.4 O3-Cd2-O3 iv 155.99 (11) C6-C7-C2 112.2 (4) O3-Cd2-O4 iv 145.60 (13) C6-C7-H7 105.4 O3 iv -Cd2-O4 iv 54.92 (13) C8-C7-C2 115.0 (4) O4 iv -Cd2-O2 iii 76.42 (12) C8-C7-C6 112.3 (5) 
